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Early-career researcher in biomedical informatics with training in medical biochemistry and current work in
Al-driven analysis of biomedical literature. Interested in practical computational tools for computer-aided

drug discovery, computational analysis of drug-drug interactions and digital pharmacology.

Currently affiliated with the Institute of Biomedical Chemistry, with research spanning literature mining,
training ensemble ML/DL models for drug-drug interaction prediction, knowledge representation, and

evidence-grounded support systems for biomedical research.
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